
Correction: Genomic mosaicism in the pathogenesis and inheritance of a Rett syndrome cohort
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Genetics in Medicine (2019) 21:2162; https://doi.org/10.1038/s41436-019-0461-x

Correction to: Genet Med advance online publication 8 November 2018; https://doi.org/10.1038/s41436-018-0348-2

The second author Jiarui Li is now listed as a co–first author according to her contribution to this paper. The list of authors who
contributed equally now reads: Qingping Zhang, Xiaoxu Yang, Jiaping Wang, and Jiarui Li. This has now been corrected in both the PDF
and HTML versions of the Article.
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Genetics in Medicine (2019) 21:2162–2163; https://doi.org/10.1038/s41436-019-0515-0

Correction to: Genetics in Medicine, https://doi.org/10.1038/s41436-019-0457-6, published online 8 April 2019

In the original version of this Article, the affiliation details for Lei Zhang were given as Monash University. While working on the Article
Dr. Zhang was also affiliated with the Department of Epidemiology and Biostatistics, School of Public Health, Xi’an Jiaotong University
Health Science Center, Xi’an, Shaanxi, PR China. This has now been corrected in both the PDF and HTML versions of the Article.

Open Access This article is licensed under a Creative Commons Attribution-NonCommercial-NoDerivatives 4.0 International License, which permits
any non-commercial use, sharing, distribution and reproduction in anymedium or format, as long as you give appropriate credit to the original author

(s) and the source, and provide a link to the Creative Commons license. You do not have permission under this license to share adapted material derived from this
article or parts of it. The images or other third partymaterial in this article are included in the article’s Creative Commons license, unless indicated otherwise in a credit
line to thematerial. If material is not included in the article’s Creative Commons license and your intended use is not permitted by statutory regulation or exceeds the

2162 Volume 21 | Number 9 | September 2019 | GENETICS in MEDICINE

https://doi.org/10.1038/s41436-019-0461-x
https://doi.org/10.1038/s41436-018-0348-2
http://creativecommons.org/licenses/by-nc-nd/4.0/
https://doi.org/10.1038/s41436-019-0515-0
https://doi.org/10.1038/s41436-019-0457-6


permitted use, youwill need to obtain permission directly from the copyright holder. To viewa copy of this license, visit http://creativecommons.org/licenses/by-nc-nd/
4.0/.

© The Author(s) 2019

1Department of Epidemiology and Biostatistics, School of Public Health, Xi’an Jiaotong University Health Science Center, Xi’an, Shaanxi, PR China; 2Department of Epidemiology
and Preventive Medicine, School of Public Health and Preventive Medicine, Monash University, Melbourne, VIC, Australia; 3School of Public Health, Nantong University, Nantong,
Jiangsu, China; 4Victorian Clinical Genetics Services; Murdoch Children’s Research Institute; Department of Paediatrics, University of Melbourne, Royal Children’s Hospital,
Parkville, VIC, Australia; 5Department of Genomic Medicine, Royal Melbourne Hospital; Department of Medicine, Royal Melbourne Hospital, University of Melbourne, Melbourne,
VIC, Australia; 6Familial Cancer Centre, Peter MacCallum Cancer Centre, Melbourne, VIC, Australia; 7Discipline of General Practice, University of Tasmania, Hobart, TAS,
Australia. Correspondence: Paul Lacaze (paul.lacaze@monash.edu)

Published online: 4 April 2019

Correction: Clinical and genetic spectrum of children with congenital diarrhea and enteropathy in China
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Genetics in Medicine (2019) 21:2163; https://doi.org/10.1038/s41436-019-0513-2

Correction to: Genetics in Medicine; https://doi.org/10.1038/s41436-019-0488-z; published online 21 March 2019.

There is an error in the figure legend of Fig. 1(a). The correct figure legend for this figure should be “Fig. 1(a) Hematoxylin and eosin (H&E)
analysis of the descending duodenum shows the loss of goblet cells and Paneth cells and the presence of apoptotic cells in patient 48.”

The authors apologize for these errors and state that this does not change the scientific conclusions of the article in any way. The PDF
and HTML versions of the Article have been modified accordingly.
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Correction to: Genetics in Medicine 20:1224–1235; https://doi.org/10.1038/gim.2017.251; Article published online 08 March 2018

This Article was originally published under Nature Research’s License to Publish, but has now been made available under a [CC BY 4.0]
license. The PDF and HTML versions of the Article have been modified accordingly.
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